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approach 1

Preprocessing: data was rescaled

Features are ranked using the Fisher Criterion:
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The number of features was determined by cross

validation
Classification was done by SVMs (linear or RBF)

Heuristic used to find o: Let ¢; denote the distance of
point z; to the set formed by the points of the other

class. o is set to the mean of ¢;.
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datasets J

e Arcene: rescaled. 4700 features. SVM linear C=int
e Dexter: 3700 features. SVM linear C=inf

e Dorothea: rescaled. 1000 features. SVM 0=0.11 C=10
(+balanced)

e Gisette: rescaled. 700 features SVM 0=0.38 C=inf
e Madelon: rescaled 20 features. SVM 0=0.01 C=inf

NIPS’03 - Feature selection workshop 2



	approach
	datasets

